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/organism="Homo 
/db_xref-"taxon 
/chromosome="2" 
/map="2ql4" 
1. .2720 

/gene="ILlHYl" 

/note="FILl (DELTA) ; IL-1RP3" 
/db_xref="LocusID: 26525" 

163. .630 

/gene="ILlHYl" 

/codon_start=l 

/Hh xref="LocusID : 26525" „ 
/product=»interleukin-l receptor antagonist homolog 1 
/protein_id="NP_036407 . 1" 

/db_xref ="GI : f * 12 ^ 2 " FRMKDSALKVLYLH NNQLLAGGLHAGKVIKGEEISV 

RDMGLTSSFESA^YPGWFLCTVPEADQPVRLTQLPENGGW 

/note="ILl; Region: Interleukin-1 homologues" 



m isc_feature ) 9 ^£\ L1; Region: Int erleukin-1» 

variation ^ lele= „ A „ 
/ailele="G" 

/db_xref="dbSNP: 1800930" 

variation I 577 

/allele="C" 

/allele-"T" 

/db_xref="dbSNP: 957201" 

variation 1113 

/allele="A" 
/allele="C" 

/db_xref="dbSNP: 957200" 

variation 2030 

/allele="C" 
/allele="T" 

/db_xref="dbSNP:768 627" 
BASE COUNT 735 a 621 c 671 g 693 t 



0RIGIN * rr , nr , cc tc ctcaggtcct ggcaagtttc agggcccctc cctaggcctt 

1 cgctgggaat cctgctcctc ctcagy^o yy * ccacaqctcc cgccaggaga 

61 acttaaaagg ctgaggcatc cttggaggaa "ggcagact ^cacag J 
121 aaggaacatt ctgaggggag tctacaccct gtggagctca taaccagctt 
181 ctgtgcttcc gaatgaagga ctcggcattg aaggtgcttt ■ gatcag cgtgg tcccc 
241 ctagctggag ggctgcatgc agggaaggtc attaaaggtg a g g a cag 
301 aatcggtggc tggatgccag cctgtccccc gtcatcctgg g g y gaacatC atg 
361 tgcctgtcat gtggggtggg 9«ggagccg ajtctaacac tag g g tgggg 
4 21 gagctctatc ttggtgccaa ggaatccaag agcttcacct tc yy y 
481 ctcacctcca gcttcgagtc ggctgcctac ccgggctggt tcctgtgcac ^ 
541 gccgatcagc ctgtcagact cacccagctt cccgagaatg ^ggctgg 9 
601 acagacttct acttccagca gtgtgactag ^acgtgc cccccj,^ ctctctctgc 
661 gagccagctc gg^tgagggg ^gtggagg agaccc gg jg ^ tggttcccag 

721 tctcaggacc cccacgtctg acttagtggg ^ ^ tcccccactq gatggtgcta 
781 tttggataaa ttctgagatt tggagctcag tccacggtcc tcccccactg MJ^ 
841 ctgctgtgga accttgtaaa aaccatgtgg ^aaactgg ga J ctgaC aagtg 

901 tgtgggggtg gggtggggga gtggtgggaa tcattcctgc t 99 cagtag ctct 

SS SEE SSSS « ~« SS=S 

1321 acatattgag aagacctact tacaaagtgg "tatatttg «at caattgt agc 
1381 atacctattt atatatttct ttatagaaaa aagtctggaa ^gtttac g ^ 

1441 aatgtcaggg tggtggcagt ataggtgatt "tcttttaa ttctg ttaat 

1501 ttcctaattt ttctacaatg aagatgaatt ccttgtataa aaata g t J 

1561 cttgaggtaa gcagagcaga catcatctct gattgtcctc J caggaaacag 
1621 aaattcaaat tgaatcgagc tctgctgctc tggttggttg tagagtgat gg g 
1681 atctcagcaa agccactgag ^aggaggctg tgctgaagtt ^ cacagcccct 

1741 taaggaactt aaagaacaaa aatcatctgg taattctttc gaattgtgtc 

1801 gggattccaa ggcattggat «agtctcta ag gg y tattt aga taaggtc 

Si iiS Sis S| S #|S ~~ S»5 
i i-S =5 SSS sh= s=s =ss 



2221 gaataaattt cggctgtttt aagccaccaa 
2281 taatacagct gctaaaatga tccctgtctc 
2341 ccacaatgta ccaaagttgt ctttgtgacc 
2401 acttccaaga ttaggttata aaagacactg 
24 61 acccaccgcc cccaatctat cttggctcac 
2521 tgagcaggcc tataaagaga cttacgtggt 
2581 ttagtgaacc tagaagcaga gactctgtga 
2641 tcagttttgg tctaacttgt tatgcagcaa 
2701 aaaaaaaaaa aaaaaaaaaa 



ggataattgg ttacagcagc tctaggaaac 
ctcgtgttta cattctgtgt gtgtcccctc 
aatagaatat ggcagaagtg atggcatgcc 
cagcttctac ttgagccctc tctctctgcc 
tcgctctggg ggaagctagc tgccatgcta 
aaaaaatgaa gtctcctgcc cacagccaca 
gataatcgat gtttgttgtt ttaaagttgc 
tagataaata atatgcagag aaagagaaaa 



